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Fig. 3 

Name DNAzyne Sequenz 

hgdl 5 • -TCGGTCAGAggctagctacaacgaTGCGTTGCT-3 ' 
hgd2 5 • - GGCGTACGAggc tagc t acaacgaCTGCTCGGT- 3 ' 
hgd3 5 ' -GGCGGCGTAggctagctacaacgaGACCTGCTC- 3 ' 
hgd4 5 • - CTCGGGTCAggc t agct acaacgaCTGGGTAGC- 3 ' 
hgdS 5 ■ -TCCTCTGCAggct agctacaacgaCGGGGTCCT- 3 ' 
hgd6 5 ' - ACTCTGCAAggc t agctacaacgaTCTGCGAGC- 3 ' 
hgd7 5 • -GGGCGACGAggctagctacaacgaTCTGCAATT-3 ' 
hgdS 5 • -AAGGGGCGAggct agctacaacgaGACTCTGCA- 3 ' 
hgd9 5 • -AAAACGGGAggc tagct acaacgaCAGGTTGTA- 3 ' 
hgdl 0 5 • -AGAATAAAAggc t age tacaacgaGGGACCAGG- 3 ' 
^^il I ^ ! -'^^^^GAAggctagctacaacgaAAAACGGGA-3 ' 
hgdl 2 5 -AACTGGGTAggctagctacaacgaGGCAGAATA-3 ' 
. I , -'^^^<^^^^^^^ggctagctacaacgaTGGGTATGG-3 ' 
hgdl 4 5 - AGGGGAAGAggct age tacaacgaAAAAATCCA- 3 ' 
hgd 5 5 -TTTTAAAAAggctagctacaacgaTATCTTGGA-3 ' 
hgd 6 5 -GTGGGGGGAggctagctacaacgaGGGAAGGCT-3 ' 
hgdl 7 5 -GTTGAATGAggctagctacaacgaTTGCTTTCG-3' 
hgdl 8 5 ' -GTCGTTGAAggctagctacaacgaGATTTGCTT-3 ' 
hgdl 9 5 • -GGCCCGGAAggctagctacaacgaCCGCGCGCG-3 ' 
hgd20 5 -TCACCTCCAggctagctacaacgaGGCCTCGGC-3 ' 
^ . -^^^^®'rCAggctagctacaacgaCTCCATGGC-3 ' 
! . -°^^®^<=TCAggctagctacaacgaCCAGCGCGG-3 ' 
hgd23 5 -CGTTGAGCAggctagctacaacgaGGCGGGGTG-3 ' 
I , -^^^GTCCAggctagctacaacgaGTAGGAGTG-3 ' 
w ! , "^^^T^^5Ct agctacaacgaTGCGCCGCG- 3 ' 

w . "^<=ATCC-^gg<=tagctacaacgaCTCCTCCGG-3 ' 

hgd27 5 ^ -AAAAGCACAggctagctacaacgaCCACCTCCT-3 ' 
V f o« f . "^^^^^^^^g^<=tagctacaacgaATCCACCTC-3 ' 
f . "°^^^®^C®Ag9rctagctacaacgaGTTAAAAAG-3 ' 
hgd30 5 -TTGCCTTGAggctagctacaacgaCGTCGATGT-3 ' 
^^"lll I , --^^^^C^AggctagctacaacgaGTGGTTGCC-S ' 
i'^ill I , -^^C'=TGAggctagctacaacgaCGAGTTTCC-3 ' 
. -•^^^^CT<3CAggctagctacaacgaCGTGGCCCT-3 ' 
u^^^f I , -^^®5<^TAggctagctacaacgaCTCTGCACC-3 ' 
hgd35 5 -GGCGGCACAggctagctacaacgaCTGGCTCCC-3 ' 
i^iln I . -^^^<^AggctagctacaacgaACCTGGCTC-3 ' 
u^ilo ! . ~^^A'^CCA5g'=tagctacaacgaGAAGCAGAG-3 ' 
K^^^f I . "^^^^AggctagctacaacgaCCATGAAGC-3 ' 
hgd39 5 -GGGCTGAGAggctagctacaacgaTCCAGGGGG-3 ' 
^? I . ■^^°^A'r^Agg°tagctacaacgaGTCTTGGAG-3 ' 
! •-CGTGGTGGAggctagctacaacgaGGACGTCTT-3 ' 
hgd4 2 5 -GGGGGTAGAggc t age tacaacgaGGAGAGGGG- 3 ' 
u^i/. c . "^^°^^^Ag5rctagctacaacgaGAGGCCGGG-3 ' 
u^^A ! . "^^^^^^GAggctagctacaacgaAAGGAGGAG-3 ' 
^^TA t , -^^^^AGAggctagctacaacgaGTCCTTCGG-3 • 
w^?^^ ! . "°°^^^^^GAggctagctacaacgaGGGTCCGGG-3 ' 
u^'^tl I . -"^^^^^^G^^gc t age t acaacgaAGCGATGGG- 3 ' 
^'^T.t ! . -^^^®A^CAggctagctacaaegaTCTTTCTCG-3 ' 
hgd49 5 -CACCTGGTAggctagctacaacgaTTGAGGCAC-3' 



Name DNAzyme Sequenz 

hgdSO 5 ' -GCAGGGGCAggctagctacaacgaCTGGTACTT-3 ' 

hgdSI 5 ' -CCAGCTTCAggctagctacaacgaGCTGTCGGG-3 ' 

hgd52 5 -GTGGGACGAggctagctacaacgaTCCAGCTTC-3' 

hgd53 5 ■ -GGAGTGGGAggctagctacaacgaGACTCCAGC-3 ' 

hgd54 5 -ATGCTGCCAggctagctacaacgaGGGAGTGG6-3 ' 

hgd55 5 -GGGCGGTCAggctagctacaacgaGCTGCCACG-3 ' 

hgd56 5 -GAGGCTCCAggctagctacaacgaCCAGGGCGG-3 ' 

hgd57 5 -GTGGGTCGAggctagctacaacgaGAGGAGGCT-3 ' 

hgd58 5 -AGGTGGTGAggctagctacaacgaGGGGTGGTG-3' 

hgd59 5 ■ -ACTCGGGCAggctagctacaacgaGTAGGGCGG- 3 ' 

hgdSO 5 -GGAGCTGTAggctagctacaacgaTCGGGCACG-3' 

hgdSI 5 ■ -GGACTTGCAggctagctacaacgaCCGAAGCCG-3 ' 

hgd62 5 ' -GGGCCTGGAggctagctacaacgaTTGCATCCG- 3 ' 

hgd63 5 • -TGTGCTGGAggctagctacaacgaCGGGCCTTG- 3 ' 

hgd64 5 -GTTCACACAggctagctacaacgaTCCCTGCCT- 3 ' 

hgd6 5 5 ' -CAGTTCACAggc tagctacaacgaACTCCCTGC- 3 ' 

hgd66 5 ' -CACAGTTCAggctagctacaacgaACACTCCCT- 3 ' 

hgd67 5 ' -GTTGCCCCAggctagctacaacgaAGTTCACAC-3 ' 

hgd68 5 -TCGCCGCCAggctagctacaacgaAGTGGGGTC-3' 

w^^Jo ^ . -^<=^°T^CCAggctagctacaacgaCTCGCCGCC-3 ' 

hgd70 5 -GGCGTTGCAggctagctacaacgaAGGTAGTGT-3' 



Fig. 4 



Multiple Sequence Alignments GATA-3 
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Sec3fuen2__1 


1020 


Sequen2_2 


614 


Sequen2_3 


1021 



GGCGCCGTCYTGATAC TTTCAGAAAGAATGCATTCCCTGTAAAAAAAAAAAAAAAAiA§T 60 

GGCGCCGTCTTGATAC TTTCAGAAAGAATGCATTCCCTGTAAAAAAAAAAAAA^ 60* 

a-GAGA<^Gi6AGAGAGAGAGAAGAAGAGAGAGAGACGGAGGGAGAGCGAGAC^ 1 1 9 

fflTGAGA<^GiGAGAG AGAQAGAA6AAGAGAGAGAGACGGAG6GAGAGCGAGA 1 20 

AGCAACGCAATCTGAC CGAGCAGGTCGTACGCCGCCGCCTCCTCCTCCTCTCTGCTCTTC 1 7 9 
— — — — — — — _ ————————— ^ ^ ^ 

AGCAACGCAATCTGAC C3GAGCAGGTCGTACGCCGCCGCCTCCTCCTCCTCTCTGCTCTTC 
™ <^GX3AGGGACTCCGCCTC0GAGCGGCTGAGGACCCCGGTGCAGA 
GCTACCCAGGTGACCC GAGGAGGGACTCCGCCTCCGAGCGGC^ 
GGAGCCTGGCTCGCAGAATTGCAGAGTCGTCGCCCC^ 299 

ggagcctggctcgcagaattgcagagtcgtcgcccctt™ 300* 

TTCTGCCiTACCCAGT TTTTGGATaOTTGTCTTCCCCTTCTTCTCTOT 359 
TTCTGCCiTACCCAGTTTTrGGATTTTTGTCTO^ 360^ 

CT( 



180 

239 
**** 

240 



CCAAGATAATTTrTAAAAAACCTTCTCCTTTGCTCACCTT^ 
CTCCAAGATAATTTTTAAAAAlc^CT^TO^^C^iii^i^^ 

TCCCCCCACCGAAAGCAAATCATTCAACGACCCCCGACCCTCCGACGGCAG^^CC^ 
TCCCCCCACCGAAAGCAAATCATTCAACGACCCCCGACCCTCCGACGGCAGGAGCCC^^ 



GACCTCCCAGGCGGAC CGCCCTIcCTC 
GACCTCCCAGGCGGAC CGCCClficC- 
GAOCTCCCAGGCGGAC CGCCCtT 




CGCGCGGGTTCCGGGCCCGGCGAGAGGGC 

:gcgggttccgggcccggcgagagggc 
cgcgggttccgggcccggcgagagggc 




419 
14 
420 

479 

74 
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133 
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193 
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253 
660 

719 
313 
720 



.CAGCCGAGG CCATGGAGGTGACGGCGGACCAGCCGCGCTGGGTGAGCCACCAC 
.CAGCCGAGGCCATGGAGGTGACGGCGGACCAGCCGCGCTGGGTGAGCCACCAC 
.CAGCCGAGG CCATGGAGGrGAOGGCGGACCAGCCGCGCTGGGTGAGCCACCAC 

^nn™S*^^^^*°°^®^^^^«5CACCA^^^ 

CACCCCGCCGTGCTCAACGGGCAGCACCCGGACACGCACCACCCGGGCCTCAGOCACrS 

TACATGGACGCGGCGCAGTACCCGCTGCCGGAGGAGGTGGATGTGCTTTTTAACATCG^ 
TACATGGACGCGGCGCAGTACCCGCTGCCGGAGGAGGTGGATOT^ 

^2^2^^^^^^*^^^^^^^^^^^^=^^^^ 779 

^^SSSf'^^^^^^^^^^^^A^'GAA^ 373 

ggtcaaggcaaccacgtcccgccctactacggaaactcggtcagggccacggtSa^ 780 
taccctccgacccaccacgggagccaggtgtgccgcccgcctctgcttcatgg^ 

^^S^^'^^^^^^^^^^^^C^CCACACCGCC^^^^ 

^^S^^'^^^'^^^^^^^^^CCA^ 
CCCTGGCTGGACGGCGGCAAAGCCCTGGGCAGCCACCACACCGCCTCCC^ 
Iigd40 

AGCCCCTra^^i^^j^^^ 

AGCCCCTTCTCCAAGACGTCCATCCACCACGGCTCCCCGGGGCCCCTCTCCGTCTACCCC 
AGCCCCTTCTCCAAGACGTCCATCCACCACGGCTCCCCGG^S^ 

CCGGOCTCGTCCTCCTCCTTGTCGGGGGGCCACGCCAGCCCGCACCTCTTCACCTTCCCG 
CCGGCCTCGTCCTCCTCCTTGTCGGGGGGCCACGCCAGCCCGCACCTCTT^^ 
CCGGCCTCGTCCTCCTCCTTGTCGGGGGGCCACGCCAGCCCGC^CCT^^ 



^S^S^S^^®®^^°^"^^^^^ACCCATCGCTGTCCACCCCAGGCTCGGCCGGC 
CCCACCCCGCCGAAGGACGTCTCCCCGGACCCATCGCTGTCCACCCCAGGCT 



839 
433 
840 
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Sequenz_1 


1980 
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2040 
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1631 
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2041 



^^S^^^^°2^2?^^?*?^^^?*^^«TACCAGGTGCCCCTG^^^^ 

HCAGCATG 1 

AAGCTGGAGTCGTCCCACTCCCGTGGCAGCAT(»CCGCCCTGGCTG<»GCCTCCTC^^^ "oO 



TCGGCCCGGCy^GGACGAGAAAGAGTGCCTCAAGTACCAGGTGCCCCTGCCCG^S^jG 



ir^^^^^^'^'^^ CCACCTACCCGCCCTAC6TGCCC<»GTACAGCTCC»SACTCTTC 853 

ACCCACCACCCCATCACCACCTACCCGCCCTACGTGCCCaAGTA(y.acS^^^^ ?260 

TGGGCGGCTCCCCCACCGGCTTCGGATGCAAOrCCAGGCCCAAG 1319 

CTOCCCAGCAGCCTGC TGOGCGGCTCCCCCACCGGCTTCGGATGCAAGT^G^CC^G IVi 

ccccccagcagcctgctgggcggctcccccaccggcttcggatgSagt^ V320 

cnr^I^S^^ " " -'^<5°GAGTGTGTGAACTGTGGGGCAACCTCGACaXACTG 970 

60CC0GTCCAGa.CAGAAGGCAGGGAGTGTGTGAACTGTGGGGCAACCTCGAcSCTG VsU 



TGGCOGCGASATGGCACGGGACACTACCTGTGCAACGCCTGC^iSS^SS^^ 1440 



500 



J^^^^^^^^?^?^*C=^<^<5CAACGCCTGCGGGCTCTATCACAAAATG 1 030 

CAAAATG 

GAGAGCA 
GAGAGCA 
GAGAGCA 

TGCCAAT 1 
TGCCAAT 1 
FGCCAAT 1 

iy^GACCC 1 

G««^CT<^CTGCAATGCci^^^^;A5^^— J— ^ ]^^^ 



^^^^^^2?^!!^??=?^°'=<^<^TGTCTGCAGCCAGGAGAGCA 1499 

.GJ 
Gi 

CC 
CC 
CC 



^^^^^22^E^^????^«<=<^<^T«TCTGCAS^kAGCA 1090 

^GAGCA 1 

5CCAAT 1 



A.coaACA<^cW5^a;s:;;^^c^^^^-™ ; 

S^S^^"^**=^'^®^<^°=AC**C«*<»CTCTGGAGGAGGAAT^ 1550 
S^^^^E?!5^?*?««aCAACCACACTCTGGAGGA^?^S^T nSO 



GGGGACCCTGTCTGCAATGCCTGa?6GGCTCTACTACAAGCTT^^ 



.TATTAACAGACCC 1619 



CTGACTATGAAGAAOGAAGGCATCCaGACCAGAAACOGAAAAATOiSA^?^ ]Ul 
t^^^^S?^^^°^°^^^°**=^^"'<^<^CTrCCCCAAGAACAGCTCGTTTAACCCG 1 739 

GCCGCCCTCTCCA<aCACATGTCCTO(XTQAGCCAC^^ 



^^^!^S^*^°*=^^=°°^'^°=CGCCATCCAGCCTGTCCTTTGGACCACAC 1 85Q 
CACATGCTGACaOGCCCACGCKGATGCACXXXSCCATaaGCCTGTCCT^ T 



860 



IGCCCC 1919 
CCC 1510 
920 



CAGCGAGAGTCCCTGCAGTCCCTTTCGACTTGCATTTTTGCAGGA^CTA^^ lUl 
^t^2^^^'^^*'^*'^<''™™»AGGCA0AAA0CAAAATrATfc 

CTAAACGCGATGGATATATGTCTTTGAAGGCAGAAAGCAAAAraMi^J^SS 2040 



^^S^^Z^^^^^^^^^T^GGCAOAAAOCAAAATTATGlrTGCCACT^^ 1630 

reccacTTToc 

iTCTGTGAATA 
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2100 
1691 
2101 

2159 
1751 
2161 

2219 
1811 
2221 

2279 
1871 
2281 

2339 
1931 
2341 

2399 
1991 
2400 

2051 
2459 

**** 
211 1 
2519 

**** 
2171 
2579 

**** 
2231 
2639 

**** 
2291 
2699 

**** 
2351 



AGCCATITCTGACTCATATCCCCTATTTAACAGGGTCTCTAGTGCT 

a(k:cattctgactcatatcccctatttaacagggtctcta^^ 



iCTGAACATT<3CATATAACTTATATT6TAAGftAATACTK3TACAAT(»CTTTATTGCA^ 



rn^T^™!^ *^^^*^'^'^^<^<3TTTAAGGAATATGGQAG^ 
GGGTAGCTGTAAG<XyVTGAA6<aT<«CAAGAAGTTTAAG<3AATATGG<aG^ 



^^^S^*°^*^^*°®^"^TATTaUATGGACAAACTracCAGTT^ 

^^t^?^°^'=^*'^^'^'^*TTCaAATGGACAAACTGCCAGTT^^ 

e&AATTAAGAAGA&ACTA(»TCTGATATTCAAATGGAa^CT 



2158 
1750 
2160 

2218 
1810 
2220 

2278 
1870 
2280 

2338 
1930 
2340 

2398 
1990 
2399 

2399 
2050 
2458 



2110 
2518 



gcaaaaaaaaaaaaa 



2365 
**★* 



acsggactccggctccgagcggctgaggaccccggtSSagSaSSSSS 
ttctgccatacccagtttttggatttttgtcttccccttcttctc?Sg5 

TAAACGACCCCTCCAAGATAATTTTTAAAAAACCTTCTCcS?S??S?C 

tttgcttcccagccttcco^tccccccaccgaaagct^SStJSSga 

cccccgaccctccgacggcaggagccccccgacctSS^SJ^ 

ctccctccccgcgcgcgggttccgggcccggcgagagSS^S^^^ 



Ai^c^TGCCTCAAGTACCAGGTGCCCCTGCCCGACAGCATGAAGCTGGAGT 
CGTCCCACrCCCGTGGCAGCATGACCGCCCTGGGTSGcS???STCG 

CGGACTCTTCCCCCCCy^GCAGCCTGCTGGGCGGCTCCCCCACcSGcS 

GTGAACTGTGGGGCAACCTCGACCCCACTGTGGCGGCGAGATGG?ACGGr 
ACACTACCTGT^CGCCTGCGGGCTCl^CAA^SJSSc^ 
ACCGGCCCCTCfflTAAGCCCAAGCGAA««^^:^^^Z?„??^5^^?^ 



!GA 



AGAAACCGAAAA^^CTAGCAA^CCAAAAAmsCAAAAAA^Gd^ra 

^^^<=^<^<=^cttccccaagaacagct^Saacccgg^ 
ccagacacMcctccctgagcc^c^cccttSSSS^^ 



rCACCCGC^CCAGCCT^CCTT 
'"".CCGCCSGG^TAGAGCCCTG 



CAC^GCTGACCACGCCCACGCCC 

TGGACCACACCACCCCTCCAGCmv.«,«^. c -c^ t ^r^mm^r.^ 



aca^gactttI 

AA^TTAAC 
iCT G^p la 

AAAAAAAAG 
TCTGCAAA( 
TGC^^^GA 

AGAAAAG 



\GCTU 



Igcgaag 



Itaagaagaaactac^: 



.caaactgc^ttt^tcctttcactggc^ 
^aaaagaaa^a^aaaagaaaaagagaaaaga 

B^^^agagcctttttctaggcctac^ctt 

"^J^S^^^^fe^^^CACC 
EI naSbTTCa^CSSfflT^acAGAccGAACT 



SmmgESZ ^ "Wi ^^™»M3WOT •^MfACAGACCGAACTSlTJ 
TTCASKS^TTTCCTTCTCTCTCA^TTTC 



Fig. 4 A 




Fig. 5 



M 



63,8 kDa^ 

49,5 kDa^ 
37.4 kDa^ 



4 5 6 



B 



63,8 RDa*- 

49,5 kDa*-. 
37,4 kDa*^ 



Fig. 6 



Fig. 7 



Name DNAzyme Sequenz 

tdl TGGCTTCTAggctagctacaacgaGCCCTCGTC 
td2 GGGCTCTGAggctagctacaacgaGCCTGGCTT 
td3 GGGACCCCAggctagctacaacgaCGGAGCCCG 
td4 GGTGGGGGAggctagctacaacgaCCCACCGGA 
td5 GGCGGGGGAggctagctacaacgaCCGAGGGCC 
td6 GGGCTGGGAggctagctacaacgaGGGCAGGGA 
t d7 CGTCGAGGAggc t age t acaacgaCCGCCCCTC 

tdS GGGCTGGCAggctagctacaacgaCTTCCCGTA 
td9 CGATGCCCAggctagctacaacgaCCGGGGCGG 
tdl 0 GCTCCACGAggctagctacaacgaGCCCATCCG 
tdl 1 CCGGCTCCAggctagctacaacgaGATGCCCAT 
tdl 2 TCTCCGCAAggctagctacaacgaCCGGCTCCA 
tdl 3 CCGTCAGCAggctagctacaacgaGTCTCCGCA 

tdl 4 TCCCCGGCAggctagctacaacgaCGGCTCGGT 

tdl 5 CCCCCGCGAggctagctacaacgaGCTCGTCCG 

tdl 6 GTAGGGAGAggctagctacaacgaCCCAGGCTG 

tdl 7 GGGCGGGCAggctagctacaacgaCAAGGCGCC 

tdl 8 CGGGAAGGAggctagctacaacgaTCGCCCGCG 

tdl 9 TAGTCCTCAggctagctacaacgaGCGGCCCCG 

td2 0 TCCCCGACAggct agctacaacgaCTCCAGTCC 

td2 1 TTTCCCCGAggct agctacaacgaACCTCCAGT 

t d2 2 TGAGCGCGAggc t age t ac aacgaCCTCAGTTT 

td23 GGACCACAAgcrctagctacaacgaAGGTGGTTG 

td24 CTTGGACCAggctagctacaacgaAACAGGTGG 

td25 AAACTTGGAggctagctacaacgaCACAACAGG 

td26 CTGATTAAAggctagctacaacgaTTGGACCAC 

td2 7 TGGTGCTGAggct agctacaacgaTAAACTTGG 

td28 TGATGATCAggctagctacaacgaCTCTGTCTG 

td2 9 TGGTGATGAggc tagctacaacgaCATCTCTGT 

td3 0 GCTTGGTGAggctagctacaacgaGATCATCTC 

td3 1 ATGGGAACAggctagctacaacgaCCGCCGTCC 

td32 GAATGGGAAggctagctacaacgaATCCGCCGT 

td33 TGACAGGAAggctagctacaacgaGGGAACATC 

td34 AGTAAATGAggctagctacaacgaAGGAATGGG 

td3 5 CACAGTAAAggctagc tacaacgaGACAGGAAT 

td3 6 GCCCGGCCAggct age t acaacgaAGTAAATGA 

t d3 7 CCACAAACAggc t age t ac aacgaCCTGTAGTG 

td3 8 GTCCACAAAggc t agct acaacgaATCCTGTAG 

td39 CCACGTCCAggctagctacaacgaAAACATCCT 

td40 CCAAGACCAggctagctacaacgaGTCCACAAA 

td4 1 CCACCAAGAggctagct acaacgaCACGTCCAC 

td4 2 GCTGGTCCAggct agctacaacgaCAAGACCAC 

td43 GCTCTGGTAggctagctacaacgaCGCCAGTGG 

td44 CTGCACCCAggctagctacaacgaTTGCCGCTC 

td4 5 CACACTGCAggctagct acaacgaCCACTTGCC 

td46 CTTTCCACAggctagctacaacgaTGCACCCAC 

td47 GCCTTTCCAggctagctacaacgaACTGCACCC 

td48 TTCCTGGCAggctagctacaacgaGCTGCCCTC 



DNAzyiae Sequenz 

GTGGACGTAggctagctacaacgaAGGCGGTTT 
CCGGGTGGAggc t age t ac aacgaGTACAGGCG 
CCTGGCGCAggctagctacaacgaCCAGTGCGC 
CAAATGAAAggc t age t ac aacgaTTCCTGGCG 
TTTCCCAAAggc t age t ae a acgaGAAACTTCC 
ATTGTTGGAggetagetacaaegaGCCCCCTTG 
TGGGTCACAggctagctacaaegaTGTTGGACG 
TCTGGGTCAggctagctacaacgaATTGTTGGA 
GCACAATCAggctagctacaacgaCTGGGTCAC 
GGAGCACAAggetagetaeaacgaCATCTGGGT 
ACTGGAGCAgge t age t aeaacgaAATCATCTG 
ATGGAGGGAgge t age t acaaegaTGGAGCACA 
TGGTACTTAggetagetacaacgaGGAGGGACT 
6GGCTGGT Ag ge t age t aeaacgaTTATGGAGG 
TCAACGATAgge t age t aeaacgaGCAGCCGGG 
CCTCAACGAggctagetaeaacgaATGCAGCCG 
TCACCTCAAggetagetacaaegaGATATGfCAG 
CGTCGTTCAggctagetacaacgaCTCAACGAT 
GTAAAGATAg ge t age t ac aacgaGCGTGTTGG 
AAGTAAAGAgge t age t ac aacgaATGCGTGTT 
GGCAATGAAggetagetacaaegaTGGGTTTCT 
TCACGGCAAg ge t age t ac aaegaGAACTGGGT 

AGGCAGTCAggctagctacaacgaGGCAATGAA 
ATCTCGGCAggetagetacaaegaTCTGGTAGG 
GCTGAGTAAgge t age t ae aacgaCTCGGCATT 
TATTATCAAggc t age t ac aacgaTTTCAGCTG 
GGGTTATTAggctagetaeaacgaCAATTTTCA 
AAGGGGTTAggctagetaeaacgaTATCAATTT 
CTCCCGGAAggetagetaeaaegaCCTTTGGCA 
GTACATGGAggc t age t ac aaegaTCAAAGTTC 



Fig. 8 

Multiple Sequenz Alignments T-bet 



CGGCCCCX:TGGAGAGGAAa:CCGA<»(Kn«CCGCGCGCCTa:CGG*C<aOGGCOTA^^ 60 



Seq_1 1 

Seq_2 1 

Seq_1 61 

Seq_2 61 

S^2 121 ro^o^^^^5S"^^'''^'*^'^'^^'^*^^'=^^^C<^<5CGCGGAGGGGCGGGTCCTC^ 180 

Se<3_2 121 CCTGCTCCCTGCClATCCCiGecCACGCCaCCCTCTCGCGCGCGGAGGGGCGGGTC^ 180 

Seq_1 181 

Seq_2 181 




ACGGCTACGGGAAGGTGCCAGCCCGCCCCGGATGGGCATCGTGGAGCCGGGTTGCGGAGA 
Seq_2 241 CATGCTGACGGGCACC(aGCaaTGCa3a3GA6C<»CGAOGGCC^ 300 



240 
240 



CCCGGACCaSMCGCaSOGCTCTACCCGGGGCCGCGTGAGGACTACGCGCTAOT^ 

f^l cnJ *E^?S^®^^'="^*AACTGAGGGTCGCGCTCAACAACCACCTGrTGTC^ 660 

Seq_2 601 ACTGGAGGTGTCGGGGAAACTGAGGGTCGCGCTCAAC^CCACCTGTTCTOCT^ 6^ 

l^l tV, »tt^S^?^*=°^<^=*°»<=ATGATCATCACCAAGCAGGGACGGCGGATGTTa^ 720 
Seq_2 661 TAATCAOa.CCA6ACAQAGATG&T<aLTCAayUVGCAGGGAC»00^ 

Seq_2 721 G1^™CTGTGGCCGGGCTGGA0CCCACCAGCCACTAC^ 

Seq_1 781 ^^^^55^^CAGCAC«CTGGC6GTACC^^ 3,0 

CTTGGTGGACCAGCACCACTGGCGGTACCAGAGCGGCAAGTGOGTGCAGTCTGGAAAGGC 840 

tin It] C^^^l^^^^--^^^^C^C^C^C.OO^ 900 



Seq_2 781 



CGAGGGCAGCATGCCaGGAAACCGCCTGTACGTCCACCaSSACTOCCCCa^ 

Secu2 901 GC^CTGGATGCGCCAGGAAGTTTCATTTGGGAAACTAAAGCTCAa^C&A^^ 960 

ll^l II] I ^^M^ GACXCAGATGATTGTGCTCCAGTCCCTCCATAAGTACCaGCCCCGG^ 1020 

Seq_2 961 GTCCAACAATGrGACOCAGATGATTGTGCTCCAGTCCCTCCATAA^S^^^ ylH 

lt!tl III] ™^^?^^'''='^'=^'=<^CSGAGAGCCAGAGGCAGCCTGCAACGCTTCCA^ 1080 

Se.L.2 1021 «*TATCGTTX3AGGTGAACGAC^GAGCCAGAGGCAGCCTGCAA^^ ]olo 

^ '^^ssssa^^ssssssjjsssj ;;;; 

Secu2 1 201 CATGTACACATCTGTTGACACCAOIATCCCrTCCC^^ 

Secu2 1 261 TGGGGGAGATCACTACTCTCCTCTCCTACCCAACCAGTATCCTGT^^ 

q!^9 1 ^^^^S^^^^<^^<5GCGAAGGATGTGGTTCCC^^^ 

Sec^2 1 321 CCCCGACCTTCCTGGCCAGGCGAAGGATGTGGTTCCCCAG^^ 

Seq.2 1 381 CCGGGACCACAGCTAT^GGCTGAGTTTCGAGCAGTCAGCATGAaSg^^ 



1200 
1200 

1260 
1260 

1320 
1320 

1380 
1380 



1440 
1440 



Seoul 
Seq_2 

Seq_1 
Seq_2 

Se<L.1 
Seq_2 

Seq_1 
Sequ2 

Seq_1 
Seq_2 

Seq_1 
Seq_2 

Seq_1 
Seq_2 

Seq_1 
Seq_2 

Seq_1 
Se<L_2 

Seq_1 
Seq_2 

Sequ_1 
Se<i_2 

Seq_l 
Seq_2 

Seq_1 
Seq_2 

Seq„l 
Seq„2 

Seq_1 
Seq_2 

Seq_1 

Sea-2 

Secul 
Seq„2 

Seq.1 
Seq_2 

Secul 
Seq_2 



1441 
1441 

1501 
1501 

1561 
1561 

1621 
1621 

1681 
1681 

1741 
1741 

1801 
1801 

1861 
1861 

1921 
1921 

1981 
1981 

2041 
2041 

2101 
2101 

2161 
2161 

2221 
2221 

2281 
2281 

2341 
2341 

2401 
2401 

2461 
**** 

2521 

2581 
**** 



TOGCTGGCCTGTGGC»CCCCAGTACCCTCCaUlGATGGGCCCGGCCAG<3^^ 



^^2^f^?IS2E^5???^??*=^'«=CCAAGATGGGCCCGGCCAGCTGGTTCaGCCC 

3CCC 

?A?^«S^n?''®^^*^^'"^«^'^<3AGGGACGGGGACCAGAGGA 
TATGCGGACTCTGCCCATGGAACCCGGCCCTGGAGGCTCAGAGGGACGGGGACCAGAGGA 

CAGCTCCTCCCCTGCTGGGGCCCCTTCTC^ 

TAACTATTTTCCC^^CTGAGCAGATGACATGATGAA^ 

TTGGAGGAOVCCGACTAATTTGGGAAACGGATGAAGGACT^ 

TGGCCCTTCTCTGTTTAGTACOTGGTTGGG(aAGT(^^ 

CACCAGATGCTTCCTGGCCCACGATGAAACCTGAGAGGGGTGTCCC^^ 

TGCCCTAACTACAGTCGTTTACCTGGTGCTGCGTCTTGCTTTTGGT^ 

^^SS^^S—^'^'^^'^^^'^TCTAGTG^ 
AAGAAGACyAGAAAGTCTTGGGCATGAAGGAGCOTTTTGCATCT^ 

CAGGTGTGGGACATGGGAGCAGGAGACTCCAOTTTCTTCC^ 

CTTTTCGTTGGCAlOTGTGTTAATCCCTQArCCAAAAAGAAC^ 

ACCATCAGCCCGCCAGGGTCAGGGAAAGGACTCACCTGACTOTGGACAOTG^ 

TCCCCCTGCTCAAACACAGTGGGGATCAGAGAAAAGGGGC^ 

ACATgCAAGAAGCAAGATATTGTTTGTG GTQGTTGTGTGTGGG^^ 
ACATCTCAAG^AGCAAGATATTGTTTGTG G^GGTTGTGTGTG^^^ 

GGATATATTCCTTTTGTCTTCATCACT^ 



AAAAAAAAA 



1500 
1500 

1560 
1560 

1620 
1620 

1680 
1680 

1740 
1740 

1800 
1800 

1860 
1860 

1920 
1920 

1980 
1980 

2040 
2040 

2100 
2100 

2160 
2160 

2220 
2220 

2280 
2280 

2340 
2340 

2400 
2400 

2460 
2450 

2520 
**** 

2560 

2589 
**** 



C6GCCCGCTGGAGAGGAAGCCCGAGAGCTGCCGCGCGCCTGCCGGACGAG 
GGCGTAGAAGCCAGGCGTCAGAGCCCGGGCTCCGGTGGGGTCCCCCACCC 
GGCCCTCGGGTCCCCCGCCCCCTGCTCCCTGCCCATCCCAGCCCACGCGA 
CCCTCTCGCGCGCGGAGGGGCGGGTCCTCGACGGCTACGGGAAGGTGCCA 
GCCCGCCCCGGATGGGCATCGTGGAGCCGGGTTGCGGAGACATGCTGACG 
GGCACCGAGCCGATGCCGGGGAGCGACGAGGGCCGGGCGCCTGGCGCCGA 
CCCGCAGCACCGCTACTTCTACCCGGAGCCGGGCGCGCAGGACGCGGACG 
A6CGTCGCGGGGGCGGCAGCCTGGGGTCTCCCTACCCGGGGGGCGCCTTG 
GTGCCCGCCCCGCCGAGCCGCTTCCTTGGAGCCTACGCCTACCCGCCGCG 
ACCCCAGGCGGCCGGCTTCCCCGGCGCGGGCGAGTCCTTCCCGCCGCCCG 
CGGACGCCGAGGGCTACCAGCCGGGCGAGGGCTACGCCGCCCCGGACCCG 
CGCGCCGGGCTCTACCCGGGGCCGCGTGAGGACTACGCGCTACCCGCGGG 
ACTGGAGGTGTCGGGGAAACTGAGGGTCGCGCTCAACAACCACCTGTTGT 
GGTCCAAGTTTAATCAGCACCAGACAGAGATGATCATCACCAAGCAGGGA 
CGGCGGATGTTCCCATTCCTGTCATTTACTGTGGCCGGGCTGGAGCCCAC 
CAGCCACTACAGGAT6TTTGTGGACGTGGTCTTGGTGGACCAGCACCACT 
G<SCGGTACCAGAGCGGCAAGTGGGTGCAGTGrGGAAAGGCCGAGGGCAGC 
ATGCCAGGAAACCGCCTGTACGTCCACCCGGACTCCCCCAACACAGGAGC 
GCACTGGATGCGCCAGGAAGTTTCATTTGGGAAACTAAAGCTCACAAACA 
ACAAGGGGGCGTCCAACAATGTGACCCAGATGATTGTGCTCCAGTCCCTC 
CATAAGTACCAGCCCCGGCTGCATATCGTTGAGGTGAACGACGGAGAGCC 
AGAGGCAGCCTGCAACGCTTCCAACACGCATATCTTTACTTTCCAAGAAA 
CCCAGTTCATTGCCGTGACTGCCTACCAGAATGCCGAGATTACTCAGCTG 
^^T^^^^^^^'''^'^<=^^"r"rCC«3«A<3AACTTTGAGTC 
^^^PAC^O^TGACACCAGC&CCCTCCCCGCCTGGACCCAACT 
aC^pTCCTTGGGGGA(^CACTACTCTCCTCTCCTACCCAACCA^ffii 
^^TCCCAGCCGCTTCTACCCCGACCTTCCTGGCCAGGCGAAG^r 
*^?^<5GCTTACTGGCTGGGGGCCCCCCGGGACCACAGCT^^ 
S^:^''^^^'=^*''^^°CCTGC»CTTGCCCTCT^CCCT 
GGGCCCACC^PCCTACTACCGAGGCCAGG^^CTGGCACCTGGAGC 

^tggcc^gcacccc;^c^cccaSgggcccgS?SS 

*^5?SS^^^^^AC'^CTGC^GGAACCCGGCCCTGGAGGCTCA 
SJ.??SS^^'''^*^°^'''^^«^^^^^T^'«GGACTGAGffi 

tgccccc^ccggc^^cca^Stcaggac^^gaaggagaS 
ctaagaggaggcgcMcccc^Kttcc«^cagctcctcc 

teZ['^^'^'''^°''°^°^°A*=^'=AAAGGAACAS.cS 
MTMTA(SrGGAGGACACCGACT^^TTGGGAAACG<^GAAGGACT 
GAG^GGCCCCCGCTCCCTCTGGCCCTTGTCT&TA^A&^TGGG 

tp^^S^^'^'^P'''^'^SCCCTTGCCCCacCTCTGCCCTAACT 

ac^c^ttacct^gctg»ttgcttttgSttccagctggagaa 

^^^°^^^f^^^feTTGG(^GAAGGAGCTTTTTG(»TAffi3Gi 
iG<3GAGGGgCA(^^|GGGAC^GGGAGCAGGAGACTCCACTTTCTTTC 

^ctttcaaccttttcStggc^^^ta^ccctc^ 

\gcccgccaggMc 



fSSJ^?^^^''^'=^''^^^®^C«=A<5CCCGCCAGGMc 

agggaaag^ctc^tgactttggacagctggcctgggctccccctS 
c^caca^ggg<^cagagaaaaggggctggaaaggggggSScS 

AC^CTCAAGAAGCAAC*'**^-**^ — *^ -^isswwv-y- 



TTTjS 



iSI^S^ir-^— ^^•^^^^^tttgaat^Sg^^ttI 

TGAAA^AAA(^AAAACT^TAAAAAAAAAAAAAAAAA 
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